Validation of methylation-sensitive high resolution melting for the detection of DNA methylation in cholangiocarcinoma.
To validate methylation-sensitive high resolution melting (MS-HRM) for detection of DNA methylation. Methylation of two independent loci, OPCML and DcR1, was analyzed in cholangiocarcinoma and adjacent normal samples by using MS-HRM, methylation-specific PCR and pyrosequencing. There was significant agreement between methods at both loci. MS-HRM represents the excellent potential and reliability for quantifying DNA methylation levels in clinical samples.